The configuration about each C N bond in the title compound, C 22 H 20 N 4 O 3 S, is E. While to a first approximation the phenylhydrazin-1-ylidene and benzohydrazide residues are coplanar, in part due to the presence of an intramolecular N-HÁ Á ÁN hydrogen bond, significant twists are evident in the orientations of the hydrazine [N-N-C-C torsion angle = À170. 74 (11) ] and benzoyl benzene [N-C-C-C = À21. 72 (18) ] rings. The sulfonyl benzene ring occupies a position almost normal to the rest of the molecule [C-S-C-N = À92. 28 (10) ]. Centrosymmetric aggregates mediated by pairs of hydrazide-sulfonyl N-HÁ Á ÁO hydrogen bonds are the predominant packing motif in the crystal. These are connected into linear supramolecular chains via C-HÁ Á ÁO interactions which are, in turn, linked into layers in the ac plane via C-HÁ Á Á interactions. Connections between layers along the b-axis direction are of the -type and occur between centrosymmetrically related hydrazine-bound benzene rings [centroid-centroid separation = 3.7425 (9) Å ]. Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg1 and Cg2 are the centroids of the C1-C6 and C17-C22 rings, respectively. 
Data collection: CrysAlis PRO (Agilent, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Comment
The title compound (I) was characterized in relation to on-going studies of bis-hydrazone derivatives which have been investigated for biological activity (Abdel-Aziz & Mekawey, 2009; Abdel-Aziz et al., 2010) . The molecular structure of (I), The presence of an intramolecular N-H···N hydrogen bond closes a S(6) ring, {···HNNCCN}, and provides stabilization to the approximately co-planar arrangement between the phenylhydrazin-1-ylidene and benzohydrazide residues. This coplanarity does not extend to the hydrazine-benzene ring [the N1-N2-C8-C9 torsion angle is -170.74 (11) Å] nor to the benzoyl-benzene [N4-C16-C17-C18 = -21.72 (18) °] ring as significant twists are evident. Nevertheless, to a first approximation the phenylhydrazin-1-ylidene and benzohydrazide residues are co-planar and the sulfonyl-benzene occupies a position almost perpendicular to this plane as seen in the value of the C1-S1-C7-N1 torsion angle of -92.28 (10) °.
In the crystal packing, N-H···O hydrogen bonding between hydrazide-H and a sulfonyl-O leads to the formation of centrosymmetric aggregates via a 14-membered {···HNNC 2 SO} 2 synthon, Table 1 . These are connected into a linear supramolecular chain via C-H···O interactions, Table 1 
Experimental
The title compound was prepared by the literature procedure (Abdel-Aziz et al., 2010) and yellow prisms were isolated from its solution in EtOH/DMF (v/v = 5/1) by slow evaporation at room temperature.
Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H 0.95 to 0.98 Å, U iso (H) 1.2 to 1.5U eq (C)] and were included in the refinement in the riding model approximation. The amino-H atoms were located in a difference Fourier map, and subsequently refined freely. Figures   Fig. 1 . The molecular structure of (I) showing displacement ellipsoids at the 50% probability level. (10) 
